Timespan: 2015-2024 (Slice Length=1)

Selection Criteria: g-index (k=25), LRF=2.5, L/N=10, LBY=J, e=1.0
Network: N=333, E=1864 (Density=0.0337)

Largest 1 CCs: 330 (99%)

Nodes Labeled: 1.0% —
Pruning: None .
Modularity Q=0.3857 | —
Weighted Mean Silhouette $S=0.6627 =

Harmonic Mean(Q, S)=0.4876 2015
Excluded:

2024
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